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MORTALITY MODELLING TIMELINE
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MAIN OBJECTIVE
Build an R package that is capable of performing multiple tasks in a matter of
seconds. For example:
• Download and save HMD data;

• Fit mortality laws over different age intervals;

• Provide multiple fitting procedures for the same model (MLEs, loss functions
etc.);

• Smooth data;

• Construct life tables given different type of input data (qx, mx, Dx, Ex etc.);

• Facilitate comparisons of mortality improvements accros time and ages;

• Generate instant plots and goodness of fit measures.

THE STRUCTURE OF THE MORALITYLAWS R PACKAGE

MortalityLaws
 R package

HMD.test.data ReadHMD() MortalityLaw() lifetable()

summary() coef() fitted.values() plot()
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IMPLEMENTED PARAMETRIC FUNCTIONS & GENERIC PLOTS

Mortality laws Predictor Code
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Figure 1: Observed and fitted death rates between age 0 and 80 for male population in Sweden. The mortality is extrapolated up to age 100.
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